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cytomegalovirus-induced DNA poly- 
merase inhibition, 776 


Ileal disease 
reovirus serotype 1, 391 
Immunoaffinity chromatography 
SV40 large T antigen purification, 1001 
Immunosuppression 
Argentine hemorrhagic fever in guinea 
pigs, 75 
Infectious hematopoietic necrosis virus 
gene order, 469 
mRNA characterization, 463 
mRNA cloning, 469 
nonvirion rhabdovirus protein, 463 
R-loop mapping, 469 
Influenza virus 
A/Mallard/N Y/78 
restriction of replication, 761 
antibody isotype profiles in mice with 
the xid defect, 425 
isotype response in mice with the xid 
defect, 425° 
MDCK cell heterotypic infection 
nucleocapsids produced, 679 
virions produced, 679 
porcine kidney cell line resistance, 980 
sensitization of mice 
HINI1 immune response, 645 
H3N2 immune response, 645 
squirrel monkey respiratory tract 
restriction of replication, 761 
type A and B mixed infection, 679 
Interferon 
HTLV expression in T lymphocytes, 
440 


JC virus 
variants with regulatory sequence dif- 
ferences, 306 
Junin virus 
Argentine hemorrhagic fever 
immunosuppression in guinea pigs, 75 


LamB protein 
bacteriophage isolation 
adsorptivn on E. coli, 667 


membrane proteins We) 
viral capsid ‘ 
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Lymphoadenopathy syndrome 
HTLV antigens 
immunoglobulin subclasses, 287 
Lymphocytic choriomeningitis virus 
cytotoxic T lymphocyte clones 
in vitro properties, 552 
virus clearance, 552 
glycoproteins 1 and 2 
coded for by S RNA, 966 
nucleoprotein 
coded for by S RNA, 966 
S RNA segment 
structural polypeptides, 966 


Marek’s disease virus 
herpesvirus of turkey 
homology, 994 
homology with herpesvirus of turkey 
map, 994 
tumor-inducing gene, 994 
MCF 247 
molecular clones 
Akv recombinant construction, 152 
site-specific recombinants, 152 
MC29 virus 
dimer form, 509 
monomer form, 509 
MDCK cells 
influenza virus A and B mixed infection, 
679 
Measles virus 
C protein, 908 
P gene, 908 
P protein, 908 
Meningoencephalitis 
monoclonal antibody protection, 727 
mumps virus 
glycoprotein-specific monoclonal 
antibody protection, 727 
Mice 
AKR 
MuLV expression in thymic lympho- 
mas, 94 
nude 
SV40 early genome, 988 
tumors, 988 
RF 
MuLV expression in thymic lympho- 
mas, 94 
thymic lymphomas 
MuLV expression, 94 
xid defect 
antibody response to influenza virus, 
425 
Mink cell focus-ioiming virus MCF 247 
molecular clones 
Akv recombinant construction, 152 
site-specific recombinants, 152 
Moloney murine leukemia virus 
gag gene processing, 899 
pol gene 5’ deletion 
gag processing block, 899 
pol processing block, 899 
pol gene processing, 899 
Moloney murine sarcoma virus 
ts110 
gag-mos junction sequence, 624 
origin from a single proviral DNA, 
624 
temperature-sensitive viral RNA 
expression in infected cells, 616 
transcripts, 624 


Mongolian gerbils 
nephropathia epidemica virus propaga- 
tion, 973 
Morbilliviruses 
sequence homology within the group, 
684 


Mouse hepatitis virus 
intergenic regions homologous to the 3’ 
viral mRNA leader, 834 
Mouse mammary tumor virus 
provirus in mouse DNA, 998 
Mumps virus 
hamster encephalitis 
hemagglutinin-neuraminidase as a de- 
terminant of pathogenicity, 67 
hemagglutinin-neuraminidase glycopro- 
tein mutants 
monoclonal antibody selection, 67 
Kilham strain, 727 
hamster encephalitis, 67 
meningoencephalitis 
glycoprotein-specific monoclonal 
antibody protection, 727 
monoclonal antibody protection, 727 
Murine focus-forming virus MCF 247 
leukemogenicity 
genetic determinants, 158 
Murine leukemia virus 
gag gene 
proteolytic processing, 899 
NZB xenotropic 
envelope sequences, 100 
long terminal repeat sequences, 100 
pol gene 
proteolytic processing, 899 
recombination with host DNA 
reversion by patch repair, 719 
thymic lymphomas 
AKR mice, 94 
proviral organization, 94 
RF mice, 94 
RNA expression, 94 
uniform 3’ end RNA generation, 330 
Murine sarcoma virus 
BALB/c 
transforming gene nucleotide se- 
quence, 984 
Mycoplasmas 
mycoplasma virus L172, 384 
Mycoplasma virus L172 
enveloped phage, 384 
single-stranded DNA genome, 384 
Mycoplasma virus L2 
REP™ mycoplasma transfection, 25 
Mycoplasma virus Lg-p52-L 172 
see mycoplasma virus L172 
Myristic acid 
Rous sarcoma virus transforming pro- 
tein, 7 


Nephropathia epidemica virus 
propagation in Mongolian gerbils, 973 
Neurological disease 
Cas-Br-M murine leukemia virus 
host genetic determinants, 40 
Newcastle disease virus 
fusion glycoprotein 
intracellular processing, 851 


Orbivirus Mill Door/79 
isolation from ticks from seabirds, 705 
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polypeptide synthesis, 705 
replication, 705 


Parvovirus 
feline panleukopenia virus 
replication, 345 
Patch repair 
reversion in retrovirus-infected cells, 
719 
Peritoneal macrophages 
antibody to interferon 
2'-5' oligoadenylate synthetase de- 
crease, 221 
Phage modification factor 
response to enhanced target molecule 
production, 702 
T4 gene vs, 702 


kidney cell line resistant to influenza 
virus, 980 
Poliovirus 
cDNA recombinants 
phenotypic markers, 786 
infectious recombinants, 786 
Poly(I)-poly(C) 
mice 
T-cell response to vaccinia virus chal- 
lenge, 489 
T-cell inhibition, 489 
vaccinia virus chalienge, 489 
Polyomavirus 
abortive infections 
middle T antigen role, 579 
small T antigen role, 579 
lytic infections 
middle T antigen role, 579 
small T antigen role, 579 
mitogenic function, 579 
multiadapted to mouse embryonal carci- 
noma cells, 862 
NGS5S9 
middle T antigen, 114 
pp60°°”" association with middle T 
antigen, 114 
transformation-defective mutant NG5S9 
middle T antigen, 114 
pp60°°’" association with middle T 
antigen, 114 
virulence determinant 
enhanced growth in renal cells, 335 
Posttranslational modification 
varicella-zoster virus gp98-gp62 com- 
plex, 771 
Proviruses 
mice 
retrovirus-repetitive DNA chimera, 
998 


retrovirus-repetitive DNA chimera in 
mice, 998 
Pseudorabies virus 
glycoprotein A 
precursor polypeptide identification, 
52 


structural gene map, 52 
glycoproteins 
disulfide-linked complex, 166 
major species, 166 
hybrid viruses 
virulence markers, 89 
repeat region 
virulence markers, 89 
unique short region 
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virulence markers, 89 
virulence markers, 89 


Rabies virus 
glycoprotein antigenic site III mutations 
pathogenicity effects, 926 
sequence, 926 
virulence 
glycoprotein antigenic site III] muta- 
tions, 926 
ras proto-oncogene 
activation 
bacteriophage M13 replication origin 
reactivation similarity, 871 
Rauscher spleen focus-forming virus 
env 
membrane anchor mutant, 990 
envelope glycoprotein membrane an- 
chor mutant, 990 
Reovirus 
serotype | 
ileal disease, 391 
intestinal infection, 391 
replicative cycle in ileal disease, 391 
type 3 
cellular integrity, 350 
DNA synthesis inhibition require- 
ments, 350 


i origin 
reactivation in bacteriophage M13 
ras proto-oncogene activation similar- 
ity, 871 
Respiratory syncytial virus 
infection in children 
antibody response to structural pro- 
teins, 976 
structural proteins 
antibody response in children, 976 
RNA poly(A) tail release, 324 
Retroviruses 
recombination with host DNA 
reversion by patch repair, 719 
repair 
host cell genome use, 719 
reverse transcription 
RNA poly(A) tail release, 324 
terminal repeat sequence mutations, 
447 


RNA poly(A) tail 
RNase-mediated release during re- 
verse transcription, 324 
strong-stop DNA translocations, 447 
Reverse transcription 
retroviruses terminal repeat sequence 
mutations, 447 
strong-stop DNA translocations, 447 


MuLV expression in thymic lympho- 
mas, 94 
Rhinovirus 
replication in vitro, 266 
RNA polymerase 
host-cell protein dependence, 266 
template dependence, 266 


infectious hematopoietic necrosis virus, 
469 
RNA plant viruses 
protein homology with Sindbis virus 
proteins, 536 


Rotaviruses 
bovine 
cell attachment epitope for the major 
glycoprotein, 58 
neutralization epitope for the major 
glycoprotein, 58 
reassortants 
live vaccine potential, 949 
Rous sarcoma virus 
cDNAs spanning mRNA splice junc- 
tions 
cloning, 969 
nucleotide sequences, 969 
phosphoprotein 
tumorigenicity correlated with altered 
processing, 841 
transforming gene 
homologous human gene, 19 
transforming protein 
myristic acid attachment, 7 
tumorigenicity 
correlation with phosphoprotein al- 
tered processing, 841 
v-sre 
c-sre in humans, 19 


Sarcomas 
avian 
kinase activity, 800 
Scrapie prion 
PrP 27-30 charge heterogeneity, 596 
PrP 27-30 sialoglycoprotein, 596 
Semliki Forest virus 
capsid antigen 
cross-reaction with Sindbis virus cap- 
sid antigen, 198 
Sendai virus 
protection from infection, 228 
TR-2 
protection from wild-type infection, 
228 


trypsin-resistant mutant TR-2 
protection from wild-type infection, 
228 
Simian virus 40 
capsid protein synthesis 
large T antigen carboxy terminal re- 
gion requirement, 415 
chromosome abnormalities in persis- 
tently infected glioblastoma cells, 
658 
cis-acting sequence 
removal of DNA from the replication 
pool, 410 
early genome 
tumor induction in nude mice, 988 
glioblastoma cell persistent infection, 
658 
large T antigen 
capsid protein synthesis role, 415 
separable functional domains, 415 
large T antigen mutants 
characterization, 120 
large T antigen purification 
immunoaffinity chromatography, 
1001 
nondefective episomal DNA, 658 
nude mice 
tumor induction, 988 
removal of DNA from the replication 
pool, 410 
replication-defective, transformation- 
compe? nt large T antigen mutants 


characterization, 120 
superinfection 
interferon activity in SV40-trans- 
formed cells, 893 
T antigen 
mapping with monoclonal antibodies, 
366 


orientation in plasma membrane, 366 
transformation-competent, replication- 
defective large T antigen mutants 
characterization, 120 
tsA3900 mutant characterization, 814 
tumors in nude mice, 988 
variant with a poly[d(GT) - d(CA)] in- 
sertion, 698 
Sindbis virus 
capsid antigen 
cross-reaction with Semliki Forest vi- 
rus capsid antigen, 198 
proteins nsP1 and nsP2 
homology with RNA plant virus pro- 
teins, 536 
Soluble transcription system 
vaccinia virus, 205 
Spleen focus-forming virus 
provirus integration in Friend tumor 
cells, 292 
Squirrel monkeys 
influenza A/Mallard/NY/78 virus 
restriction of replication, 761 
Superhelical DNA 
cross-linking by a vaccinia virus DNase 
preparation, 935 
Superinfection 
SV40 
interferon activity in SV40-trans- 
formed cells, 893 


Theiler’s murine encephalomyelitis 
viruses 
monoclonal antibody neutralization, 651 
Transcription in vitro 
vaccinia virus cloned gene, 822 
tsA3900 
SV40 new mutant, 814 
Type C virus 
cats 
endogenous virus with a novel env 
glycoprotein, 827 
env glycoprotein 
isolation from cats, 827 
mice 
spontaneous expression, 273 
spontaneous expression in mice 
mortality increase independent of 
neoplastic disease, 273 


Vaccines 
rotavirus reassortants, 949 
Vaccinia virus 
+ DNA polymerase gene 
transcriptional mapping, 312 
DNase 
cross-linking of superhelical DNA, 
935 
host range sequence 
mapping by insertion into the virai 
thymidine kinase gene, 316 
inflammatory response in mice 
poly(1)-poly(C) treatment, 489 
mice 
poly(I)-poly(C) treatment, 489 
poly(I)-poly(C) 


J. Vinot. 
RF 
Rhinovirus 14 
neutralization antigens 
dominant, 137 
R-loop mapping 
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T-cell inhibition, 489 
soluble extract from infected HeLa cells 
transcription in vitro, 822 
soluble transcription system, 205 
superhelical DNA, 935 
T-cell involvement in infection 
poly(I)-poly(C) treatment, 489 
transcription of a cloned gene in vitro, 
822 
Varicella-zoster virus 
gC gene 
mapping with a bacterial expression 
vector, 81 
monoclonal antibodies for mapping, 
81 
gp98-gp62 complex 
posttranslational oligosaccharide ad- 
dition, 771 


Vesicular stomatitis virus 
Al mutant 
temperature-sensitive lesion assign- 
ment, 44 
bombesin 
recovery of virus from persistent in- 
fections, 781 
fusion of infected cells, 374 
glycoprotein 
biologically active peptides, 319 
G protein 
fusion of infected cells, 374 
M protein pool 
fusion of infected cells, 374 
N gene 
Al mutant temperature-sensitive le- 
sion, 44 
peritoneal macrophages 
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interferon effects, 221 
recovery using bombesin, 781 
VX2 transplantable carcinoma 
cottontail rabbit papillomavirus mRNA 
fine structure, 735 


Western blotiing 
ELISA with monoclonal antibody 
Epstein-Barr virus early antigen anal- 
yses, 793 


Xenotropic murine leukemia virus 
NZB 

envelope sequences, 100 

long terminal repeat sequences, 100 
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